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A Vector Field Design Approach to Animated Transitions
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COPE: Interactive Exploration of Co-occurrence Patterns in Spatial Time Series

KRICAAE T —FhEe X 23 AR AT L 085S small multiple 1775 R AR S K R . [FIE
MAGETHE, SO RIS TR N T SR 2B S5 R R 0, iR b R, R AR e 1k
XA IR PEAE 7 B ITTAE A 73 B LER 70 )5 H small multiple BEATRTARAL . 1045 T A4 A
B, KA NS AR TEERER AT, KN, 23 AT R ARG, 3
PRSI

g -'f: ¥

. 4

o § 3L A Y| S
e — — 7
TR || ——— Jl ‘III“I" = g
b i s
aechitmiilhminm., S22 ,__r_‘. g
e _1 = Wi o s
......... | [ 1] [ ¥ JoN W « 8 2T

sttt 1., : B i i R e

Comparing Clusterings by the Variation of Information
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ABySS-Explorer: Visualizing Genome Sequence Assemblies
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BirdVis: Visualizing and Understanding Bird Populations
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